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Supplementary Table 1: Sample collection, RNA extraction, RT-qPCR, aliquots
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Mutation

Supplementary Figure 1: Mapping of amino-acid substitutions within n-SARS-CoV-2 genome of
four pairs of samples. The upper plot demonstrates the seven proteins in different colors that harbor
all 39 mutations shown in dots. The Y-axis shows the four pair of patient samples. The blue and red

dot indicates the presence of the mutation in the main, and re-infected cases.



